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fayaiaifa o & & aawm # ufaafed SARS Cov-2 Vius @1 A3
yoTTfoil &1 giteTrd Wad §d I8 fcdd JaeId &, fb YR H drdRd & YR
d dey H uust fasfa &xA %{1 QTQ;U]( 71 p Tderor ¥ Whole Genome
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A. dfea afdds (Sentinel Surveillance) :-
5 mé‘s ?ITE‘T‘I SHRIN gy 3 05 ?J_C‘ﬁ'a TaNey el (Tertiary Care
Health Facility) Qa 05 oidi &l Afedd gfdoia dex fafeed foar
ST R 39 'q fren fafecareral fafden, wsar, swo, <fan,
AFTTE T4 ABVMC fafeen, GMC @€dl, RDGMC 3suid, GMC
gfaan, 3R BMC AR &1 fafeea fdar ar 2 |
2. dfeqa dfdele dex (e fafeeareral) & e afded sifdar
(DSO) / f5TelT AR fA9¥s (Epidemiologist) WGS & AlSdl / YN
HrRd H 3R fafed RT-PCR @&l @& U9RI | 3Mdegd FHGI P
frffed RT-PCR &di & WGS ®q duali &1 ¢fhT &=, g7 duell &l
(CT Value < 30) HUal YBRal B (e gRRE) 3k SREF ®wH anfd
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i. S Ffd Covid-19 R A TR B |
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iii. S &fF G Covid-19 HHALT BT A &I |

iv. S aafdd SIereeT SURTA Covid-19 HhfAd B |
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4. fogid A afdeld ofd & 15 a9 # 15 WHS (Random Sampling)
FFTaTfeTesT 3R A% SRL ofd Pl WOl |
5 HdHa dfdela ofg | 9<d 15 AWl & ffaRdd SRL ofd 15 HHal
(Random Sampling) W & olg & GISHY dHel 30 ¥UA Ui 15 f&gd H NCDC,

3 facell &1 Ao gifded o |

Uee 9 WGS Bq dfedd fafeare / RT-PCR @14 /SRL i@ | NCDC, 718
fecet @1 AT IR H9el (Mapping) ¥o1 ST | '

Sr. ; .
No. Sentinel Site
RT-PCR Lab Map National
Tertiary Care Health Facility | Map to Lab
: Map- SRL Lab
(Dist. Hospital) Sentinel site o i
/Dist. Hospital
ABVMC,
1 DH Vidish '
idisha Vidisha GMC Bhopal
2 DH Khandwa GMC Khandwa Mﬁxxc NCDC, New
e e Delhi
3 DH Ujjain RDGMC Ujjain | GMC Ratlam =
4 DH Datia GMC Datia GRMC Gwalior
> DH Tikamgarh BMC Sagar BMC Sagar

B. faviy wfdolw (Special Surveillance) :-

6. favy Wfdeld &1 qreu Igewd YR Ve gl / ARAT3IT / STl
fawetdr (Vaccine Failure) / §:Covid-19 WA MM S AT § HHE (Clustering)
 Covid-19 99 §¢ 2 3R VW lféld FHaR™I § WGS &l STHHRI ThiAd Bl

2|

7. 39 favy Afdcl &1 g8 A1 I3<ey 2 b, 39 FHBI (Clustring) &
PpIfds AT B geaRI &l Epidemiologically & &8 (Correlate) BT & |




8. 39 T® ¥ fauy Affcla & weftra Ry afdera ailfe® (Dso), 5y
FrR e (S50), 3R IDSP. NCDC & Hafdid aavge @l IuRid duet I
Hhd 2 |

9 SRL odl W WGS &g NCDC feeell & ww=ay gsbiaxor, YR g
gRaed oI Al Rrerd Rada @lier afdia (W17, 9871773206)® #regs 9
T |

10. 9 WUl @ uRged R w9fad g & ufyfd wda w@rey
e & FMR code # B.31.1.1"COVID-19 Diagnostics” 3 e dofc | gHfdad
&1 SRR |

11. 39 e’ & o9 &R A wWes W e € dfw Rig #ika,
3U HaTers, nsergdd], dfeda afdela / faRy afdels & was vq dfewe WFex
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15 fQad # 150 AUl 9Qw 4 WGS B ST giad v |
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fAST— SARS CoV-2 Virus @1 7S UGTf & S@ &Y Genomic Surveillance & wagr ¥ fem fdw|
- 1. S THIR, TR INE faWHT §RT SN "Sepcimen Collection, Packaging &
Transport guidelines for Genome Sequencing of SARS CoV2 at Points of Entry"'.

0 WRT WRPR, WRed UG URAR Hedlvl HAGT B HEAIRIdl I Indian SARS-Co V-2
Genomics Consortium (INSACOG) gIXT ST SIS “Genomic Surveillance for SARS CoV-2
in India“
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7. MRd WHR gRT U %Tj frgifdhd Regional Genome Sequencing Laboratories (RGSL) CAREEEY

R 8-

1. | NCDC, Delhi — Division of Bio-technology, Epidemiology & Central
Surveillance Unit (Estimated Sequencing Capacity — 3000 per month)

Eastern part of MP
(Gwalior,
Chambal,Sagar,
Shahdol, Rewa,
Jabalpur Division)

2. | ICMR - National Institue of Virology (NIV), Pune
DBT — National Center from Cell Science, Pune (Estimated Sequencing
Capacity — 1200 per month)

Western part of MP
(Indore, Ujjain,
Bhopal,
Hoshangabad
Division)
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T-R’:?) gR1 T $ fdhe (Full Component) J8T®HN foram S |

ii.  Genome Sequencing 8 U Oro-pharyngeal T TP Naso-pharyngeal Swab &1 HUET, 3 ml
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As you are aware that the Indian SARS-CoV-2 Genomics
Consortium (INSACOG) with ten regional genome sequencing laboratories
(RGSLs) spread across the country has been constituted for viral genome
sequencing and the State-wise indicative list of RGSLs has been communicated
earlier. At present the State Surveillance Units (SSUs) under Integrated Disease
Surveillance Programme (IDSP) coordinate the flow of samples from States to

various RGSLs.The genome sequencing results are being sent to NCDC also for
collation and integration.

Using the INSACOG network and the support from States/UTs, over
12000 samples have been sequenced till date and the results have been shared
with the respective States/UTs. In order to continue deriving meaningful
information from the Whole Genome Sequencing (WGS) exercise, a set of
guidelines for the States/UTs have been formulated. The States/UTs may refer
the same while sending the samples for WGS.

We look forward to your support in this.
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(Arti Ahuja)

To:- ACS/Principal Secrctary (Health); MD (NHM) - All States/UTs



Guidelines for selecting the samples for WGS

Sentinel Surveillance

Fach state to identify 5 labs and Stertiary care health facilities as sentinel sites.

Fach site to send 1 5.sumples every 13 davs to designated lab for WGS.

The samples from the aforesaid labs should be randomly selected.

The samples from the tertiary carc health facilities should include samples of patients
with severe illness/prolonged admission, suspected re-infection, suspected vaccination
failure/infection following vaccination, any other special case etc.

Fach sample to be sent for WGS should have a CT <30 and must be accompanied by a
completely filled sample referral form (copy attached as ANNEXURLE I and relevant SRF
form).

Special Surveillance (to be undertaken in special case scenarios: afier discussion with [DSP.
NCDC)

The objective of the special surveillance is to gather WGS information in the community
by targeting cvents like clustering of covid cases, suspected super-spreader events,
clustering of cases in institutions, suspected vaccine failure and re-infection clusters ete.

o The WGS information is to be epidemiologically correlated with the event under
investigation.

» The concerned District Surveillance Officer (DSO) may send appropriate number of
samples {(after discussion with State Surveillance Officer and IDSP, NCDC and
concerned lab) for WGS on a case-to-case basis.

Report sharing:

Considering the time for WGS, IDSP will be sharing the reports with the state
Surveillance officer in around 10 to 12 days.



ANNEXUREL: Sample referral form

e

Sample Referral Form Information (To be obtained from the State)

SRFID

Name

Age

Gender

Cistrict

Biock :‘
Taluka
{ ward

Village

fl
{

Lirban
‘Ward

Mabile
N

Date
of
colecti
on of
sample

Internat.anal
rravei Pistory
singé 1st Nov 2020

- Countnes
wisited /
transited

Lowest CT value [in ca
of muitiple values)




